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Table.1 Sweetness of mutants in comparison to brazzein and electric charge of the selected
amino acid residue in electrostatic potential (ESP) maps of brazzein and mutants.

Brazzein Sweetness Electric Charge of the Selected  Electric Charge of the Selected
Mutants in Comparison to Amino Acid Residue in ESP Amino Acid Residue in ESP
Brazzein’ Map of Brazzein” Map of Mutants

Glu41Lys increase Glud1 negative Lys41 positive

Argd3Ala taste like water Argd3 positive Ala43 neutral

Lys6Asp taste like water Lys6 positive Aspb in calculation
Tyr8Ala decrease Try8 positive Ala8 in calculation
Lys15Ala decrease Lys15 positive Alal5 in calculation
Asp29Lys increase Asp29 negative Lys29 in calculation
Lys30Ala taste like water Lys30 positive Ala30 in calculation
His31Ala decreace His31 positive Ala31 in calculation
Arg33Ala taste like water Arg33 positive Ala33 in calculation
Glu36Lys taste like water Glu3o negative Lys36 in calculation
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